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A scRNA-seq profiles root landscape in rice

Here, we reported the transcriptomes of more than 20,000 single cells derived from root tips of two agronomically
important rice cultivars, Nipponbare (Nip; Japonica/Geng group) and 93-11 (Indica/Xian group). In this platform,
we developed a species-specific scRNA database for providing the transcriptomic landscape of major cell types
of the rice root tip at single-cell resolution.
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We annotated 8 clusters from 10,968 cells and 12,564 cells which represent different spatial distribution of root
tips in Nip and 93-11, respectively.
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